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To date, genomic selection has been successfully applied to male pathways of selection in dairy breeding 

Which new traits are expected to be available in the near future?
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genetic merit for functional traits. Herd management is therefore challenged to compensate these effects 

recording reasonable it is important that existing data sources be used. Examples include the use of milk 
composition data to provide additional information about the metabolic status or energy balance of the 

sources already may exist in countries with compulsory recording of veterinary treatments and drug use. 

management systems. In order to develop effective selection programs for new traits, the development of 
large databases is necessary.


